Additional data file 9


Quality Control Assessment
Replicate agreement of human arrays is examined for type 2 diabetes with or without nephropathy. Graphs represent log2 transformed local background corrected data. The x-axis is the mean of replicate arrays, the y-axis indicates values for individual arrays in the replicate set. The range of correlation coefficients for the retained arrays is >0.944. 
[image: image1.wmf]Replicate agreement within Control

N=2 arrays per experiment, r=0.957
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 [image: image2.wmf]Replicate agreement within Control

N=2 arrays per experiment, r=0.949
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[image: image3.wmf]Replicate agreement within diabetes mellitus 

N=2 arrays per experiment, r=0.955
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 [image: image4.wmf]Replicate agreement within diabetes mellitus 

N=2 arrays per experiment, r=0.945
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[image: image5.wmf]Replicate agreement within diabetes mellitus without nephropathy

N=2 arrays per experiment, r=0.952

Mean of replicate diabetes mellitus without nephropathy (Log2)

18

16

14

12

10

8

Array H34-25 signal(Log2)

18

16

14

12

10

8

 [image: image6.wmf]Replicate agreement within diabetes mellitus without nephropathy

N=2 arrays per experiment, r=0.944
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