
OsEXPA5   WSSAHATFYGGGD--ASGTMGGACGYGNLYS-QGYGTNTAALSTALFNNGLSCGACFEVRCDAGGGGSHSCLPG--SVVVTATNFCPPNNALPSD 
OsEXPA11  WSSGSATFYGGSD--ASGTMGGACGYGNLYS-AGYGTSTAALSTALFNNGQSCGACFEVRC--GGGG--SCLAG--TVAVTATNLCPPNYALAGD 
AtEXPA15  WVNAHATFYGGSD--ASGTMGGACGYGNLYS-QGYGTNTAALSTALFNNGLSCGACFEIKCQ-SDGA--WCLPG--AIIVTATNFCPPNNALPNN 
AtEXPA14  WVNARATFYGGAD--ASGTMGGACGYGNLYS-QGYGTNTAALSTALFNGGQSCGACFQIKCV-DDPK--WCIGG--TITVTGTNFCPPNFAQANN 
OsEXPA4   WQSAHATFYGGGD--ASGTMGGACGYGNLYS-QGYGTNTAALSTALFNDGAACGSCYELRCD-NAGS--SCLPG--SITVTATNFCPPNYGLPSD 
TC68819   WESAHATFYGGSD--ASGTMGGACGYGNLYS-QGYGTNTAALSTALFNDGLSCGACYEMQCN-DDPQ--WCLPG--TVTVTATNFCPPNNALPND 
AtEXPA8   WQGGHATFYGGED--ASGTMGGACGYGNLYG-QGYGTNTAALSTALFNNGLTCGACYEMKCN-DDPR--WCLGS--TITVTATNFCPPNPGLSND 
AAK29736  WRKAHATFYGGAD--ASGTMGGACGYGNLYS-TGYGVDSTALSTALFNNGAKCGACFAIQCYRSQ----YCVPGSPVITVTATNFCPPNHK-GDG 
TC73847   WNEAHATFYGGSD--ASGTMGGACGYGNLYS-QGYGVQSAALSTALFNSGLSCGACFEIKCV-NDP--EWCHPGNPSILVTATNFCPPNYALPND 
OsEXPA7   WQSAHATFYGGSD--ASGTMGGACGYGNLYS-QGYGVNNAALSTALFNSGQSCGACFEIKCV-NQPGWEWCHPGSPSILITATNFCPPNYALPSD 
AtEXPA4   WQNAHATFYGGSD--ASGTMGGACGYGNLYS-QGYGTNTAALSTALFNNGMSCGACFELKCA-NDP--QWCHSGSPSILITATNFCPPNLAQPSD 
AtEXPA17  WLQAHATFYGGSD--ASGTMGGACGYGNLYT-DGYKTNTAALSTALFNDGKSCGGCYQILCDATKVP-QWCLKG-KSITITATNFCPPNFAQASD 
OsEXPA33  WTPATATFYGGSD--GAGTMGGACGYGNLYN-AGYGLNNAALSSALFNDGAMCGACYTIACDTSQS--TWCKPG-TSITITATNLCPPNYAKKSD 
TC60282   WTSGHATFYGGSD--ASGTMGGACGYGDLYS-TGYGTKTAALSTALFNSGATCGACFQIQCDISKDP-QWCLPGPKSITITATNFCPPNYALPSN 
AtEXPA11  LTNGHATFYGGSD--ASGTMGGACGYGDLYS-AGYGTMTAALSTALFNDGASCGECYRITCDHAADS-RWCLKG-ASVVITATNFCPPNFALPNN 
OsEXPA12  ALSGTATFYGGSD--ASGTMGGACGYGNLYS-TGYGTNTAALSSALFNDGAACGECYQITCDQS-NS-KWCKAG-TSVTITATNLCPPDYSKPSN 
TC61381   WNSAHATLYGGGD--AAGIMAGACGYGNLYS-QGYGTNTAALSAILFDSGAACGACFEIKCVDDSQ---WCLPGSPSVVITATNFCPPNYALSND 
TC66980   WNYAHATFYGGAD--AAGTMAGACGYGNLYS-QGYGTNTAALSTALFNSGASCGACFEIKCVDDPQ---WCLPGSPSIVITATNFCPPNYALAND 
OsEXPA32  WKQAHATFYGGRD--GSGTLDGACGYKDTSK-EGYGVQTVAVSTPLFGAGAGCGACYEVKCVDSPDG---CKVGAAPLVVTATNLCPPNPGQSND 
AtEXPA22  WYDARATFYGDIH----GGDTQPCGYGNLFR-QGYGLATAALSTALFNDGYTCGACYEIMCTRDPQ---WCLPG--SVKITATNFCPANYSKTTD 
AtEXPA20  WKIATATLSRDRDGSSSVATGGACGYGDLRQ-SSFAGYSAGLSGKLFNRGSSCGACLEVRCVNHIR---WCLQGSPSVVVTATDFCPPNSGLSSD 
OsEXPA16  WRMGSATYIKESLGHPLNDGGGACGYGDLDI-FRYGRYTAGVSGALFGRGSACGGCYEVRCVNHVL---WCLRGSPTVVVTATDFCAPNLGLSDD 
TC66979   WKYAFATFYSESD--ALGTMAGACGFGDLYR-QGYGVNTAALSSVLYNGGQACGACFELRCVEDPL---YCHPGT-SIVVTATNFCPPNYGLPGD 
AtEXPA13  WRPARATYYAATN--PRDAVGGACGYGDLVK-SGYGMATVGLSETLFERGQICGACFELRCVDDLR---WCIPGT-SIILTATNFCAPNYGFDPD 
OsEXPA10  WRSAKASYYAAD---PEDAIGGACGFGDLGK-HGYGMATVGLSTALFERGAACGGCYEVKCVDDLK---YCLPGT-SIVVTATNFCAPNFGLPAD 
AtEXPA12  WIRAHATYYGVND--SPASLGGACGYDNPYH-AGFGAHTAALSGELFRSGESCGGCYQVRCDFPADP-KWCLRG-AAVTVTATNFCPTN-----N 
AtEXPA7   WRYAHATFYGDET--GGETMGGACGYGNLFN-SGYGLSTAALSTTLFNDGYGCGQCFQITCSKSPH----CYSGK-STVVTATNLCPPNWYQDSN 
OsEXPA30  WTPAHATFYGDET--ASETMGGACGYGNLYA-SGYGTDTAALSTTLFKDGYGCGTCYQMRCVGTAS----CYRGSPAITVTATNLCPPNWAEDPD 
AtEXPB3   WLPAVATWYGSPN--GDGSDGGACGYGTLVDVKPLHARVGAVNPILFKNGEGCGACYKVRCLDKSI----CSRR--AVTVIITDECP-------- 
OsEXPB16  WHPATATWYGSAD--GDGSDGGACGYGTLVDVVPMKTRVGAVSPVLFKGGEGCGACYKVRCLDASI----CSRR--AVTVIVTDECP-------- 
TC76654   WQPATATWYGSPD--GDGSDGGACGYGSLVKQSPFQSKIAAGSPALFKGGTGCGACYQVKCTENGL----CSQT--AVTVVITDECP-------- 
AAL71871  WLGGHATWYGDPY--GEGSSGGACGYTQLTG-TPIGSKIAAGNAPIFQEGKGCGQCYEVKCNYPS-----CSPQ--GTRIVITDLCP-------- 
AtEXPB2   WSIAGSTWYGNPT--GYGSDGGACGYGNAVAQPPFSKMVSAGGPSLFKSGKGCGACYQVKCTSKSA----CSKN--PVTVVITDECP-------- 
OsEXPB15  WSNGGATWYGAAN--GAGSDGGACGYQGAVFQAPFSSMIAAGSPSIYKSGLGCGSCYQVKCTGNSA----CSGN--PVTVVLTDECP-------- 
AtEXLA1   LHRSKAAYFSSA----SALSSGACAYGSMAT-SFFAGHIAAAIPSIYKDGAGCGACFQVRCKNPKL----CSTK--GTIVMITDLNK-------- 
OsEXLA2   VRRSKAGFRDSS----IALNAGSCGYGSLAA-SFNGGHLAAASPALFRGGVGCGACFQVRCKDGKL----CSTA--GAKVVVTDEAR-------- 
TC73949   VHQSKLAYYAYP----GAVDVGACGYGSFAE-TLYGGNVGGSSRDLYRNGVACGACYQMRCTDSKL----CTKS--GTTIVVTDFTE-------- 
AtEXLB1   FVNSRATYYGSPD--CKANPRGHCGYGEFGR-DINNGEVSGVSWRLWNNGTGCGACYQVRCKIPPH----CSEE--GVYVVATDSGE-------- 
TC69976   -VSSRASYYGSPD--SLGNDRGACGYGSFGR-NLNGGDVA-CAAQLYRDGLGCGACYQVICTNQDL----CTEG--GVKIVITDMGQ-------- 
OsEXLB1   FTVSRAAYYPNSD--IKGTENGACEYGAFGA-TLNNGDVS-ASASLYRDGVGCGACYQVRCTNPYY----CSPN--GVTIVITDSGA-------- 
 
 



OsEXPA5   --DGGWCNPPRAHFDMSQPVFQRIALF---------KAGIVPVSYRRVACQKKG--GIRFTINGHS---YFNLVLVTNVGGAGDVHAVAVK-SER 
OsEXPA11  --AGGWCNPPRPHFDMAEPAFTRIAQA---------RAGVVPVQYRRVACAKQG--GIRFTITGHS---YFNLVLVTNVGGAGDVTAVSVK-GSR 
AtEXPA15  --AGGWCNPPLHHFDLSQPVFQRIAQY---------KAGVVPVSYRRVPCMRRG--GIRFTINGHS---YFNLVLVTNVGGAGDVHSVAVK-GSR 
AtEXPA14  --AGGWCNPPQHHFDLAQPIFLRIAQY---------KAGVVPVQYRRVACRRKG--GIRFTINGHS---YFNLVLITNVAGAGDVISVSIK-GTN 
OsEXPA4   --DGGWCNPPRPHFDMAEPAFLHIAQY---------RAGIVPVSFRRVPCVKKG--GVRFTVNGHS---YFNLVLVTNVAGAGDVRSVSIK-GSR 
TC68819   --NGGWCNPPLQHFDMAEPAFLKIAKY---------RGGIVPILYTRVPCLRKG--GIRFTVNGHS---YFNLVLITNVGGAGDVHAVSIK-GSR 
AtEXPA8   --NGGWCNPPLQHFDLAEPAFLQIAQY---------RAGIVPVSFRRVPCMKKG--GIRFTINGHS---YFNLVLISNVGGAGDVHAVSIK-GSK 
AAK29736  --TPGWCNPPMRHFDLAQPSFTKIAKY---------RAGIVPVLFRRVPCEKKG--GVRFTINGNK---YFNLVLVHNVGGKGDVHAVDIK-GSN 
TC73847   --NGGWCNPPRPHFDLSMPIFLKMAEY---------RAGIVPVLFRRVPCVKQG--GVRFTINGFK---YFNLVLITNVAGAGDLVRVSVK-GSQ 
OsEXPA7   --NGGWCNPPRPHFDLAMPMFLHIAEY---------RAGIVPVSYRRVPCRKKG--GVRFTINGFR---YFNLVLITNVAGAGDIVRASVK-GTS 
AtEXPA4   --NGGWCNPPREHFDLAMPVFLKIAQY---------RAGIVPVSYRRVPCRKRG--GIRFTINGHR---YFNLVLITNVAGAGDIVRASVK-GSR 
AtEXPA17  --NGGWCNPPRPHFDMAQPAFLTIAKY---------KAGIVPILYKKVGCRRSG--GMRFTINGRN---YFELVLISNVAGGGEISKVWIK-GSK 
OsEXPA33  --AGGWCNPPRKHFDMSQPAWTSIAIY---------QAGIVPVNFKRVPCQKS?--GIRFTISGRD---YFELVTVFNVGGSGVVAQVSIK-GSK 
TC60282   --DGGWCNPPLMHFDMAQPAWEQIAIY---------SGGIVPVQFRRVPCTPVG--GVRFTINGRS---YFELVLLSNVGGAGDISAVSIK-GSN 
AtEXPA11  --NGGWCNPPLKHFDMAQPAWEKIGIY---------RGGIVPVVFQRVSCYKKG--GVRFRINGRD---YFELVNIQNVGGAGSIKSVSIK-GSK 
OsEXPA12  --DGGWCNPPRQHFDMAQPAWEQIGVY---------RGGIVPVNFQRVSCTRKG--GVRFTINGNS---YFELVLITNVGGPGSIKSVQIK-GTK 
TC61381   --NGGWCNPPREHFDMAMPAFEQIAIW---------KAGIVPVQYRRVRCAKGG--GIRFTIHGNR---YFYLILITNVGGDGDVAEVMVK-GSN 
TC66980   --DGGWCNPPREHFDMAMPAFEQIGIW---------KAGIVPIQYKRVACVKEG--GMRFTINGNY---YFYLILVTNVGGDGVVADVKVK-GSN 
OsEXPA32  --NGGWCNPPREHFDLSMPAFLQIAQE---------KAGIVPISYRRVPCVKVG--GIRYTITGNP---YFNLVMVSNVGGAGDVAGLSVK-GNK 
AtEXPA22  --L--WCNPPQKHFDLSLAMFLKIAKY---------KAGVVPVRYRRIPCSKTG--GVKFETKGNP---YFLMVLIYNVGGAGDIKYVQVK-GNK 
AtEXPA20  --YGGWCNFPKEHLELSHAAFTGIAET---------RAEMIPIQYRRVKCGRRG--GLRFSLSGSS---HFFQVLISNVGLDGEVVGVKVK-GHT 
OsEXPA16  --YGGWCNFPKEHFEMSEAAFLRVAKA---------KADIVPVQFRRVSCDRAG--GMRFTITGGA---SFLQVLITNVAADGEVAAVKVK-GSR 
TC66979   --DGGWCNPPRQHFVLPVTAFEKIAMW---------KIGTMNVQYRRVRCAKVG--GMRFAINGKD---FFLTVLISNVAGDGAVSGVKVK-GSK 
AtEXPA13  --GGGHCNPPNKHFVLPIEAFEKIAIW---------KAGNMPVQYRRINCRKEG--SMRFTVDGGG---IFISVLITNVAGSGDIAAVKIK-GSR 
OsEXPA10  --AGGVCNPPNHHFLLPIQSFEKIALW---------KAGVMPIQYRRVNCLRDG--GVRFAVAGRS---FFLTVLISNVGGAGDVRSVKIK-GTE 
AtEXPA12  --NNGWCNLPRHHFDMSSPAFFRIARRG--------NEGIVPVFYRRVGCKRRG--GVRFTMRGQG---NFNMVMISNVGGGGSVRSVAVR-GSK 
AtEXPA7   --AGGWCNPPRTHFDMAKPAFMKLAYW---------RAGIIPVAYRRVPCQRSG--GMRFQFQGNS---YWLLIFVMNVGGAGDIKSMAVK-GSR 
OsEXPA30  RGGGGWCNPPRAHFDLSKPAFMRMADW---------RAGIVPVMYRRVPCARAG--GLRFALQGNP---YWLLAYVMNVAGAGDVGDMWVKAGGG 
AtEXPB3   --G--CSKT-STHFDLSGAVFGRLAIAGESGP--LRNRGLIPVIYRRTACKYRG-KNIAFHVNEGST-DFWLSLLVEFEDGEGDIGSMHIRQAG- 
OsEXPB16  --GGVCAFG-RTHFDLSGAAFARLAVAGHGGQ--LQNRGEISVVYRRTACKYGG-KNIAFHVNEGST-TFWLSLLVEFEDGDGDIGSMQLKQAN- 
TC76654   --GGICSGSGKKHFDLSGTAFTDMASAGASSN--LLNTGVVSVLFRRVPCEYPG-KNIAFNVNGGAS-DYWFAILIEYEDGDGDLRAVYIKQAN- 
AAL71871  --GGQYCSTDQPAFDFSGAAITAMALPGRDGE--LRNIGLYDIQYKRVPCEYPN-QNIAFKVDAGSS-KYWFSFTVKYLGGPGDINTVEVKCGK- 
AtEXPB2   --G--CVKE-SVHFDLSGTAFGAMAISGQDSQ--LRNVGELQILYKKVECNYIG-KTVTFQVDKGSN-ANSFAVLVAYVNGDGEIGRIELKQALD 
OsEXPB15  --GGPCLSE-PVHFDLSGTAFGAMANPGQADQ--LRAAGVLQIQYNRVPCNWGG-VKLTFVVDVGSN-PNYFAVLVKYENGDGDLSGVELMQTGA 
AtEXLA1   -------S-NQTDLVLSSRAFRAMAKPIVGADKDLLKQGIVDIEYQRVPCDYGN-KNMNVRVEEASKKPNYLEIKLLYQGGQTEVVSIDIAQVGS 
OsEXLA2   -------STNRTDLVLSAAAYAAMARP--GMAAQLRTRRAVDVEYKRVPCEYAAGRNLSIRVEEKSRPPRELSIRFLYQGGQTDIVAVDVATVGS 
TC73949   -------S-SQTDFVVTRSTFSSMALP--DQGDQLLKAGIIDIEYKRVPCQYKG-QNMSVKVDKLSRYPNYLAVQFLYQGGQTDIVSVDVEQVGS 
AtEXLB1   -------G-DGTDFILSPKAYGRMARP-G-TENQLYSFGVVNVEYQRIPCRYAG-YNLVYKIHEKSYNPHYLAILVLYVGGVNDILAVEVWQEDC 
TC69976   -------G-DRTDFILSRHGYAKLGLS-ANASDQLVAMGVVDIQYKRVSCQYPG-QNLMFKIDESTNFPYYLAFIFWYQAGQKDILAVDVCETAT 
OsEXLB1   -------S-DGTDFILSQHAFTRMAQS-TDAGTALLTLGVVGIEYRRVSCTYPN-KNIVFKITESSNFPNYLEFEIWYQQGNQDIIAVQLCETVN 
 
 



OsEXPA5   SAAWQALSRNWGQNWQSA---ALLDGQALSFRVTT-GDGRS------VVSNNAVPRGWSFGQTFS--GAQFN----------------------- 
OsEXPA11  SG-WQAMSHNWGANWQNG---ANLDGQPLSFRVTA-SDGRT------VTSDNVAPSGWSFGQTFS--GGQF------------------------ 
AtEXPA15  TR-WQQMSRNWGQNWQSN---NLLNGQALSFKVTA-SDGRT------VVSNNIAPASWSFGQTFT--GRQFR----------------------- 
AtEXPA14  TR-WQSMSRNWGQNWQSN---AKLDGQALSFKVTT-SDGRT------VISNNATPRNWSFGQTYT--GKQFRAQR-------------------- 
OsEXPA4   TG-WQPMSRNWGQNWQSN---AFLDGQSLSFQVTA-SDGRT------VTSNNVAHPGWQFGQTFE--GGQF------------------------ 
TC68819   SG-WQPMSRNWGQNWQSN---SYLNGQSLSFQVTT-SDGRT------VVSNNVAPSNWQFGQTFE--GSQV------------------------ 
AtEXPA8   TQSWQAMSRNWGQNWQSN---SYMNDQSLSFQVTT-SDGRT------LVSNDVAPSNWQFGQTYQ--GGQF------------------------ 
AAK29736  TE-WIPMKRNWGMNWQTD---AVMTGQALSFRVTT-SDGKT------IVSMNATPSHWSFGQTFE--GGQFAMN--------------------- 
TC73847   TG-WIPLSRNWGQNWQCS---TVLVGQSLSFRITG-SDRRT------STSWNIVPPNWEFGQTFS--GKQFRV---------------------- 
OsEXPA7   TG-WMPMSRNWGQNWQSN---SVLVGQALSFRVTG-SDRRT------STSWNAAPAGWHFGQTFE--GKNFRV---------------------- 
AtEXPA4   TG-WMSLSRNWGQNWQSN---AVLVGQALSFRVTG-SDRRT------STSWNMVPSNWQFGQTFV--GKNFRV---------------------- 
AtEXPA17  SNKWETMSRNWGANYQSN---TYLNGQSLSFKVQL-SDGSI------KAALNVVPSNWRFGQSFKS-NVNF------------------------ 
OsEXPA33  TD-WMAMSRNWGQNWQSN---AYLNTQSLSFKVKL-DDARE------VTVWNIAPSNWNFGTTYTS-NINF------------------------ 
TC60282   TG-WQPMSRNWGANWQSN---SYLTGQSLSFQVTT-SDGNS------ITFYNVAPSNWQFGQTFAT-SQQFN----------------------- 
AtEXPA11  TG-WLAMSRNWGANWQSN---AYLDGQALSFSITT-TDGAT------RVFLNVVPSSWSFGQIYSS-NVQF------------------------ 
OsEXPA12  TG-WVTMSRNWGANWQAN---NYLNNQAISFSVTS-TAGKT------LVFEDVAPSNWQFGQTFTS-GVQFY----------------------- 
TC61381   TD-WLPLTRNWGQNWQSN---TNLQGQALSFQVSS-SSGHT------ITSYNVAPSDWQFGQPFQ--GNQF------------------------ 
TC66980   TG-WLPLTRNWGQNWQSN---SILKGQALSFQVTS-SGGRT------VTSYNVAPSDWQFGQTFE--GNQF------------------------ 
OsEXPA32  RVKWTPLKRNWGQEWQTS---EVLTGESLTFRVMT-GDHRK------ATSWHVLPPDWQFGVTYQA-TKNFN----------------------- 
AtEXPA22  TG-WITMKKNWGQNWTTI---TVLTGQGLSFRVTT-SDGIT------KDFWNVMPKNWGFGQTFDG-RINF------------------------ 
AtEXPA20  TA-WIPMARNWGQNWHSS---LDLIGQSLSFEVTL-KGGKT------IASYDVAPPYWRFGMTYQ--GKQFHS---------------------- 
OsEXPA16  TG-WIPMGRNWGQNWQCD---ADLRGQPLSFEVTG-GRGRT------VVAYSVAPPDWMFAQTFE--GKQFVE---------------------- 
TC66979   TG-WLSMGRNWGQNWHVN---ADYRGQALSFEVTT-SDGKT------VTSYNVAPSDWQFGHTYK--GKQFV----------------------- 
AtEXPA13  TG-WLPMGRNWGQNWHIN---ADLRNQALSFEVTS-SDRST------VTSYNVSPKNWNYGQTFE--GKQFETP--------------------- 
OsEXPA10  SG-WLSMGRNWGQIWHIN---SDFRGQPLSFELTS-SDGKT------LTNYNVVPKEWDFGKTYT--GKQFLL---------------------- 
AtEXPA12  GKTWLQMTRNWGANWQSS---GDLRGQRLSFKVTL-TDSKT------QTFLNVVPSSWWFGQTFSSRGRQFV----------------------- 
AtEXPA7   TN-WISMSHNWGASYQAF---SSLYGQSLSFRVTSYTTGET------IYAWNVAPANWSGGKTYKS-TANFR----------------------- 
OsEXPA30  GG-WVRMSHNWGASYQAF---AQLGGQALSFKVTSYTTGQT------ILAAGVTPASWCFGLTYQA-RVNFS----------------------- 
AtEXPB3   AREWLEMKHVWGANWCII--GG-PLKGPFSIKLTTLSAGKT------LSATDVVPRNWAPKATYSS-RLNFSPVL-------------------- 
OsEXPB16  SAQWQDMKHIWGATWSLT--PG-PLVGPFSVRLTTLTTRQT------LSAQDVIPKNWTPKATYTS-RLNFA----------------------- 
TC76654   SNTWQGMEETWGANWCLN--SG-PLQAPFSIRLQSLSTGRT------LTANNVIPQNWQPGATYRS-LVNYH----------------------- 
AAL71871  NGYFQYAQHSWGANWMLINYSGVPFQFPLTIKITTKLNDHT------VVAEDVIPDWFGPGVQYES-NVQIRY---------------------- 
AtEXPB2   SDKWLSMSQSWGAVWKLD--VSSPLRAPLSLRVTSLESGKT------VVASNVIPANWQPGAIYKS-NVNF------------------------ 
OsEXPB15  GAAWTQMQQSWGAVWKLN--AGSALQAPFSIRLTSS-SGKT------LVASNVIPSGWKPGMSYIS-TVNF------------------------ 
AtEXLA1   SPNWGYMTRSHGAVWVTD----KVPTGAIQFRFVVTGGYDG---KMIWSQ-SVLPSNWEAGKIYDA-GVQITDIAQEGCDPCDAHI--WN----- 
OsEXLA2   S-NWKFMTRDYGPAWSTA----QAPAGPLQFRVVVTGGYDG---KWVWADGEVLPRRWTAGRVYDA-GVQIADVAQEGCYPCDTQE--WK----- 
TC73949   S-EKHDLKRNYGAVWDIE----NPPEGALQFGFVIVSGYNG---KRVWPTKSVLPSDWKVGGVYDS-GLQINDVSLEKCSPCDDNDGGWGDPPIP 
AtEXLB1   K-EWRRMRRVFGAVHDLQ----NPPRGTLTLRFLVYGSAGI---NWIQSP-NAIPADWTAGATYDS-NILLT----------------------- 
TC69976   L-QCKLRVTNHGAVWDVV----SPPAGDLSIRFLVSDGDQQ---QWITAA-NAIPANWTAGAVYDS-GIQLDS---------------------- 
OsEXLB1   L-TCQLLSRTHGAVWAAV----SPPSGPLSIRMLFSSGAPRGGDTWLVPT-NIVPQNWTAGATYDS-GVQVQLQ--------------------- 
 


