Graudens et al.: Deciphering Cellular States of Innate Tumor Drug Responses
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Additional Data File 1: Microarray experimental workflow and data analysis strategy 
Workflow on the key steps of Experimental design (Experiment), Data structure (Data), Data management (Analysis) and Knowledge extraction (Exploitation). The combination of shapes (e.g., circles, squares, ovals, etc) and arrows are basic representations of processes and flow (control and data) as found in data flow diagrams and flow charts. The symbols N, T and M refer to non tumoral colons, primary colon tumors and liver metastases, respectively.
Additional Data File 1

