Supplementary Figures

Supplementary Figure 1. PCA of MSC, MSC-like (MSC-I, mClone-3), MAPC-1

(M-1), MAPC-2 (M-2) and ESC on reported ESC and MSC hypoxia

upregulated genes.

A. PCA on 44 genes reported to be upregulated in ESC under short-term acute
hypoxia [52] with samples plotted in the first two components space

B. PCA on 135 genes reported to be upregulated in MSC under short-term acute
hypoxia [53] with samples plotted in the first two components space

Supplementary Figure 2. PCA and NMF analysis on ESC and MSC hypoxia

upregulated genes of MSC, MSC-like (MSC-l, mClone-3), MAPC-1 (M-1),

MAPC-2 (M-2) and ESC on genes correlated or anticorrelated to Pdgfra.

A. PCA on all differentially expressed genes minus 146 Pdgfra correlated or
anticorrelated genes with samples plotted in the first two components space

B. Consensus matrix from NMF on all differentially expressed genes minus 146
Pdgfra correlated or anticorrelated genes

Supplementary Figure 3. Correlation of fold difference on common
differentially expressed genes between mMAPCs vs MSCs and rMAPC-1 vs
rClone-2.
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10
s

* o
* L)
. .
- . (0 0]
'Y (@)
* * . ©
2 ¢ *® 8 .
ROV O S
. - 3 .
% ¢ . * “ *
L 'S * A0 *
* - o<
* L 2 .”0000 * o
¢ o . . .
* ® %), L 4
" 9 0'
00“0‘ ‘30000
. *8 I3
T T T S T T T
[ce} o < N (@) AJ_ A.. nh.u Omu (@]
TY< ° .
N o‘nwt 4
L g r } P 4
o o, i
. 2’ $4
LIRL S ¢
* *® *® L 4
(AR L T K
. o ALY T 2 A AR
PR XY *
v
® e Gt 4,2% To @
L) .
P’ (2 3 . s
** % $ M
‘600000 ) * %
*
LN &N ¢ o
o °

(z-au0194/1L-0dVIN4) ZBO|

log2 (MMAPC/MSC)



